                      ..............((((........)))).........
Alip1_A_P_2_M28_X GUCGCGACGGC-AUCCGCGUUCGGGAGCGGAUUGAAACG 38
Caer_0B_G_4_M28_X GUCUGAAGAAA-CGAUCCAACAGCGAGGAUACUGAAAG- 37
Tind_A_G_3_M28_X GUGAGAAAACC-UUGCCUGAUUAAGAAGGCAUUACGAC- 37
ID3_Stepidermi GAUCGAUACCC-A-CCCCGAAGAAAAGGGGACGAGAAC- 36
Rrub1_A_G_10_M28_X CUCGCAGCCUA-UGCCCCGCCACCGAGGGGACUGAAAC- 37
Rrub_0F1_G_12_M28_X CUCGCAGCCCU-UGCCCCGCUAUCGAGGGGACUGAAAC- 37
Dcar1_A_G_4_M28_X GUUACAAUUAC-CUCCCGGUUAUCAAGGGGAUUGAAAC- 37
Haur_0A_P_4_M28_X AUUUCAAUUACUCGAUCCGAUUA-GAGGAUACUGAAAC- 37
Dcar1_A_G_3_M28_X GUUGCAAUUAC-CACCCGCUAAACAAGGGGACUGAAAC- 37
Nhal3_A_G_3_M28_X GUUUGAAACGU-AGACCUGAUAAAGAAGGGAUUAAGAC- 37
Nhal3_A_G_4_M28_X GUUUGAAACGU-AGACCUGAUAAAGAAGGGAUUAAGAC- 37
Caer_0B_G_5_M28_X GUCUGAAGAAA-CGAUCCAACAGCGAGGAUACUGAAAG- 37
Haur_0A_P_5_M28_X AUUUCAAUUACUCGAUCCGAUUA-GAGGAUACUGAAAC- 37
Rcen_A_G_6_M28_X C-CGCAGCCCU-CUCCCCGCUACCGAGGGGACUGAAAC- 36
Haur_0A_P_2_M28_X GUAAGAAUCAU-CGCCCCGACGAAGAGGGGUUUAAAAC- 37
Tind_A_G_2_M28_X GUGAGAAAACC-UUGCCUGAUUAAGAAGGCAUUACGAC- 37
Haur_0A_G_4_M28_X AUUUCAAUCAA-CGCCCCGAGGAAGAGGGGAUUAAAAC- 37
                      .........10........20........30........